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ENTER 



3 <110> APPLICANT: YAMAMOTO, Hiroshi 

4 TSUJIKAWA, Kazutake 

5 UCHINO, Yukiko 

.7 <120> TITLE OF INVENTION: ANTIBODIES SPECIFIC FOR INTRACELLULAR DOMAIN OF PROTEIN 
8 TYROSINE PHOSPHATASE 

10 <130> FILE REFERENCE: 19036/37023 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/743,492 

C--> 13 <141> CURRENT FILING DATE: 2001-01-10 

15 <150> PRIOR APPLICATION NUMBER: PCT/JP98/03120 

16 <151> PRIOR FILING DATE: 1998-07-10 
18 <160> NUMBER OF SEQ ID NOS : 8 
20 <170> SOFTWARE: Patentln Ver. 2.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 3467 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo sapiens 

27 <220> FEATURE: 

28 <221> NAME/KEY: CDS 

29 <222> LOCATION: (6).. (1826) 

31 <220> FEATURE: 

32 <221> NAME/KEY: misc_f eature 

33 <222> LOCATION: (213).. (953) 

34 <223> OTHER INFORMATION: Tyrosine Phosphatase Domain 1 

36 <220> FEATURE: 

37 <221> NAME /KEY : misc_f eature 

38 <222> LOCATION: ( 10 80 ) . . ( 18 2 6 ) 

39 <223> OTHER INFORMATION: Tyrosine Phosphatase Domain 2 

41 <220> FEATURE: 

42 <223> OTHER INFORMATION: Description of Unknown Organism: Signature Motif 
4 3 Conserved in Phosphatase Domain of Known PTPs . 
45 <300> PUBLICATION INFORMATION : 

4 6 <308> DATABASE ACCESSION NO: DDBJ/EMBL/GenBank Accession No. Y00815 

47 <309> DATABASE ENTRY DATE: 1995-09-19 

51 <400> SEQUENCE: 1 

52 gatcc gga ctg aag gac tec ttg ctg gec cac tec tct gac cct gtg gag 50 

53 Gly Leu Lys Asp Ser Leu Leu Ala His Ser Ser Asp Pro Vai Glu 
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201 
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204 
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234 
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238 
240 
242 
244 
246 
248 
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tac cgt gcg gcc ctg gag tac etc ggc age ttt gac cac tat gca acg 

Tyr Arg Ala Ala Leu Glu Tyr Leu Gly Ser Phe Asp His Tyr Ala Thr 



1826 



600 



605 



595 

taactaccgc tcccctctcc tccgccaccc ccgccgtggg getceggagg ggacccagct 1886 
cctctgagcc ataccgacca tcgtccagcc ctcctacgca gatgetgtea ctggcagagc 194 6 
acagcccacg gggatcacag cgtttcagga acgttgccac accaatcaga gagectagaa 2006 
catccctggg caagtggatg gcccagcagg caggcactgt ggcccttctg tccaccagac 2066 
ccacctggag cccgcttcaa gctctctgtt gcgctcccgc atttctcatg cttcttctca 2126 
tggggtgggg ttggggcaaa gcctcctttt taatacatta agtggggtag actgagggat 2186 
tttagectet tccctctgat ttttcctttc gcgaatccgt atetgeagaa tgggccactg 2246 
taggggttgg ggtttatttt gttttgtttt tttttttttt ttgtatgact tetgetgaag 2306 
gacagaacat tgccttcctc gtgeagaget ggggctgeca gectgagegg aggctcggcc 2366 
gtgggccggg aggcagtget gatceggctg ctcctccagc ccttcagacg agatcctgtt 2426 
tcagctaaat gcagggaaac tcaatgtttt tttaagtttt gttttccctt taaagccttt 2486 
ttttaggeca cattgacagt ggtgggcggg gagaagatag ggaacactca tccctggtcg 2546 
tctatcccag tgtgtgttta acattcacag cccagaacca cagatgtgtc tgggagagee 2606 
tggcaaggca ttcctcatca ccatcgtgtt tgcaaaggtt aaaacaaaaa caaaaaacca 2666 
caaaaataaa aaacaaaaaa aacaaaaaac ccaaaaaaaa aaaaaaaaag agtcagccct 2726 
tggcttctgc ttcaaaccct caagagggga agcaactccg tgtgcctggg gttcccgagg 2786 
gagctgetgg ctgacctggg cccacagagc ctggctttgg tccccagcat tgcagtatgg 2846 
tgtggtgttt gtaggctgtg gggtctggct gtgtggccaa ggtgaatagc acaggttagg 2906 
gtgtgtgcca caccccatgc acctcagggc caageggggg cgtggctggc ctttcaggtc 2966 
caggecagtg ggcctggtag cacatgtctg tcctcagagc aggggecaga tgattttcct 3026 
ccctggtttg cagctgtttt caaagccccc gataatcget cttttccact ccaagatgcc 3086 
ctcataaacc aatgtggcaa gactactgga cttctatcaa tggtactcta atcagtcctt 314 6 
attatcccag ettgetgagg ggcagggaga gcgcctcttc ctctgggcag cgctatctag 3206 
ataggtaagt gggggcgggg aagggtgcat agctgtttta gctgagggac gtggtgccga 3266 
cgtccccaaa cctagctagg ctaagtcaag atcaacattc cagggttggt aatgttggat 3326 
gatgaaacat tcatttttac cttgtggatg ctagtgctgt agagttcact gttgtacaca 3386 
gtctgttttc tatttgttaa gaaaaactac agcatcattg cataattctt gatggtaata 3446 
aatttgaata atcagatttc t 3467 
<210> SEQ ID NO: 2 
<211> LENGTH: 11 

<212> TYPE: PRT ■ ' 

<213> ORGANISM: Unknown 
<220> FEATURE: 

<223> OTHER INFORMATION: Description .of Unknown Organism: Signature Motif 

Conserved in Phosphatase Domain of Known PTPs . 
<220> FEATURE: 
<221> NAME/KEY: SITE 
<222> LOCATION: (1) 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: SITE 
<222> LOCATION: (10) 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: SITE 
<222> LOCATION: (4) 



Xaa = lie or Val 



Xaa= Ser of Thr 
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RAW SEQUENCE LISTING DATE: 03/07/2001 

PATENT APPLICATION : US/09/743,492 TIME: 11:36:19 

Input Set : A:\37023.txt 

Output Set: N^\CRF3\03072001\I74 3492 . raw 

284 <223> OTHER INFORMATION : Xaa = Unknown 

286 <220> FEATURE: 

287 <221> NAME/KEY: SITE 

288 <222> LOCATION: (7).. (8) S 

289 <223> OTHER INFORMATION: Xaa= Unknown 
291 <4^0> SEQUENCE- 2 r , ' 

W--> 292 Xaa His Cys Xaa Ala Gly Xaa Xaa Arg Xaa Gly 
293 1 5 10 

296 <210> SEQ ID NO: 3 

297 <211> LENGTH: 7702 

298 <212> TYPE: DNA 

299 <213> ORGANISM: Homo sapiens 

301 <220> FEATURE: 

302 <221> NAME/KEY: CDS 

303 <222> LOCATION: ( 37 1 ) . . ( 6061 ) 

305 <220> FEATURE: 

306 <221> NAME/KEY: sig_peptide 

307 <222> LOCATION: (371).. (418) 

309 <220> FEATURE: 

310 <221> NAME/KEY: mat_peptide 

311 <222> LOCATION: ( 4 19 ) . . ( 6061 ) 

313 <220> FEATURE: 

314 <221> NAME/KEY: misc_feature 

315 <222> LOCATION: ( 4 19 ) . . ( 4 120 ) 

316 <223> OTHER INFORMATION: Extracellular Domain 

318 <220> FEATURE: 

319 <221> NAME/KEY: misc_f eature 

320 <222> LOCATION: ( 4121 )..( 4192 ) 

321 <223> OTHER INFORMATION: Transmembrane Domain 

323 <220> FEATURE: 

324 <221> NAME/KEY: misc_feature 

325 <222> LOCATION: ( 4193 )..( 6061 ) 

326<223> OTHER INFORMATION: Cytoplasmic Domain 

328 <300> PUBLICATION INFORMATION: 

329 <308> DATABASE ACCESSION NO: DDB J/EMBL/GenBank Accession No. Y00815 

330 <309> DATABASE ENTRY DATE: 1995-09-19 

332 <400> SEQUENCE: 3 

333 cgggagcggc gggagcggtg gcggcggcag aggcggcggc tccagcttcg gctccggctc 60 
335 gggctcgggc tccggctccg gctccggctc cggctccagc tcgggtggcg gtggcgggag 120 
337 cgggaccagg tggaggcggc ggcggcagag gagtgggagc agcggcccta gcggcttgcg 180 
339 gggggacatg cggaccgacg gcccctggat aggcggaagg agtggaggcc ctggtgcccg 240 
341 gcccttggtg ctgagtatcc agcaagagtg accggggtga agaagcaaag actcggttga 300 
34 3 ttgtcctggg ctgtggctgg ctgtggagct agagccctgg atggcccctg agccagcccc 360 
345 agggaggacg atg gtg ccc ctt gtg cct gca ctg gtg atg ctt ggt ttg 409 
34 6 Met Val Pro Leu Val Pro Ala Leu Val Met Leu Gly Leu 

347 -15 -10 -5 

349 gtg gca ggc gcc cat ggt gac age aaa cct gtc ttc att aaa gtc cct 457 

350 Val Ala Gly Ala His Gly Asp Ser Lys Pro Val Phe He Lys Val Pro 

351 -1 1 5 10 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/74 3 , 492 



DATE: 03/07/2001 
TIME: 11:36:20 



Input Set : A:\37023.txt 

Output Set: N:\CRF3\03072001\I743492.raw 



L:12 M:270 C: Current Application Number differs, Replaced Application Number 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:292 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 2 

L:916 M:341 W: (46) "n" or "Xaa" used, for SEQ ID£ : 5 

L:940 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 

L:959 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:1003 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:8 
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